Figure S1. TtBLD10 is a member of a highly conserved family of CBB proteins. (A) Protein domain structure of TtBld10. Green oval denotes conserved region one (CR1) and orange oval denotes conserved region two (CR2). (TtBld10) . (D) Bld10m-mCherry and GFP-Sas6a co-localize at the proximal end of basal bodies. Images are representative cross-section and longitudinal views of Tetrahymena basal bodies. GFP-Sas6a localizes centrally to the peripherally localized Bld10-mCherry at the proximal end of the basal body. Diagrams describe the localization of these two cartwheel components relative to the basal body architecture. Scale bars = 0.25 m.

